a "*" indicates a significance level of 0.05, and "**" indicates a significance level of 0.01. "+"
following the "*" or "**" indicates that markers are overabundant on the corresponding linkage group. "-" following the "*" or "**" indicates that markers are sparse on the corresponding linkage group. Because this is a two-tailed test, a P-value of 0.025 corresponds to a significance level of 0.05. LG_20 1 [0, 32.9] 5.00 5 0.6160
Total 96 650.00 650 a "*" indicates a significance level of 0.05, and "**" indicates a significance level of 0.01. "+"
following the "*" or "**" indicates that markers are overabundant on the corresponding linkage group. "-" following the "*" or "**" indicates that markers are sparse on the corresponding linkage group. Because this is a two-tailed test, a P-value of 0.025 corresponds to a significance level of 0.05. Total a "*" indicates a significance level of 0.05, and "**" indicates a significance level of 0.01. "+" follow the "*" or "**" indicates that markers are overabundant on the corresponding linkage group. "-"
follow the "*" or "**" indicates that markers are sparse on the corresponding linkage group. Because this is a two-tailed test, a P-value of 0.025 corresponds to a significance level of 0.05 LG_08 Fig. S1 AFLP genetic map for the paternal parent a Markers with "*" or "**" indicate segregation distortion at a significance level of 0.05 or 0.01, respectively
